OMNImet -GUT: An at-home collection and ambient temperature transport device for fecal metabolomics
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Introduction

Metabolomic analysis of feces is a key methodology for understanding the functional roles

Results (continued)

Short-chain fatty acids (SCFAs) are stable in OMNImet.-GUT for at least 7 days at room temperature

SCFAs are key mediators of gut microbial activity and play important roles in regulating the immune system, maintaining the gut epithelial

- A high degree of fidelity (Spearman correlation 0.89) was observed between flash-frozen and

barrier and preventing disorders such as metabolic syndrome, inflammatory bowel disease and certain types of cancer.’

of microbial organisms and their interactions within the gut. To date, practical challenges - OMNImet-GUT collected samples, which were immediately frozen (TO).
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